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Objective

* To evaluate a fully automated image
analysis pipeline to process vesicular
monoamine transporters type 2
(VMAT2) ['8F]AV-133 tracer positron
emission tomography (PET) images, by
comparison with a methodology
requiring manual intervention.

Methods

41 PET images (2 x 5min frames, mean
76.8 + 2.2min post injection) from 21
‘idiopathic PD’  subjects, with
associated T1-weighted (T1w)
structural magnetic resonance images
(MRI) from PPMI databaselll.

* PET frames were co-registered then
registered to the subject Tlw-MRI. Six
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Background

VMAT?2 is a presynaptic protein that regulates package and release of dopamine
and other monoamines into the synaptic vesicles.

Nigrostriatal pathway integrity, measured with [13F]AV-133 PET binding, is a
useful diagnostic biomarker in Parkinson’s Disease (PD), where VMAT2 and
[t8F]AV-133 signal reduces with disease progression.

Quantification of [*8F]AV-133 PET typically requires manual placement of volumes
of interest (VOIs), which is both subjective and time consuming.
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grey matter as the reference region
and compared via Pearson ‘s coefficient
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in PD studies or other studies using nigrostriatal pathway integrity as a biomarker.
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